Candidatus Heimdallarchaeota archaeon LC_2

o Desulfurococcaceae archaeon AG1
Actinobacteria bacterium RBG_16_68_12
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Chloroflexi bacterium RBG_16_63_12
Bdellovibrionales bacterium RIFOXYB2_FULL_36_6
Magnetospira sp. QH-2
Caenispirillum bisanense
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Mariprofundus_aestuarium
Chloroflexi bacterium RLC59399.1
Candidatus Thiosymbion oneisti

Motiliproteus sp. MSK22-1
e Acidianus hospitalis

SURF MAG 42 Ga0104751_10079453
Bacillus methanolicus

e

e Halomicrobium mukohataei
e Pyrobaculum ferrireducens
Methyloferula stellata
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bacterium RIL08403.1
e Euryarchaeota archaeon PXF18200.1

l—. Rhodobacterales bacterium RIFCSPHIGHO2_02_FULL_62_130

Thermaerobacter sp. PB12_4term

bacterium RIL08691.1

Sphaerobacter thermophilus
Thermomicrobium roseum
UBA4733

100/100
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0 Chiloroflexi bacterium RBG_16_57_8

Chloroflexi bacterium RME47896.1

Thermoflexus hugenholtzii JAD2

bacterium HR22

Chloroflexi bacterium RME48457.1

Ardenticatena maritima

Chloroflexi bacterium RMH02092.1

Anaerolineae bacterium RIK31904.1

SURF MAG 42 Ga0104751 100161138
Chloroflexi bacterium RIK548

UBA2356
UBA2414
UBA2323
UBA2395
urneriella parva
SAR324 cluster bacterium
Candidatus Kryptonium thompsoni

=0 Thermus thermophilus

T—o Thermus WP_015717644.1
——=0 Rhodothermus profundi

100/100

Salinibacter sp. 10B
e Halorussus sp. HD8-51

L o Haloplanus sp. CBA1112
o i

o Halobacterium jilantaiense

Rhodoferax sp. OTU1
Paracoccus aestuarii
I_LL:- Rhodobaca barguzinensis
Gemmobacter megaterium

ehii

04 §——° Halolamina sediminis
98 2/98. e Haloarchaeobius iranensis
) e Salinigranum rubrum
Yl Natrialbaceae (6)
° o e Natronomonas pharaonis
e Halovenus aranensis
! ] e Haloparvum sedimenti
° e Halopenitus malekzad

e haloarchaeon 3A1_DGR
J
€, Halorubrum persicum
e Nitrospinae bacterium RIFCSPLOWO2_01_FULL_39_10
Nitrospirae bacterium RBG_16_64_22
Candidatus Rokubacteria bacterium GWF2_70_14
Calditrichaeota bacterium
Candidatus Dadabacteria bacterium
Planctomycetes bacterium

Rhodohalobacter sp. SW132
Lacunisphaera limnophila
Verrucomicrobia bacterium

Deltaproteobacteria bacterium GWA2_45_12
_Efemmatimonadetes bacterium
Acidobacteria bacterium SCN_69-37
Bacteroidetes bacterium OLB10
Sphingobacteriales bacterium 44-15

Hydrogenivirga caldilitoris
Candidatus Magnetobacterium bavaricum
Aquificae bacterium
Hydrogenobacter thermophilus
g Betaproteobacteria bacterium RIFCSPLOWO2_02_64_14
Gammaproteobacteria bacterium RIFCSPLOWO2_01_FULL_47_190
Thiotrichales bacterium SG8_50

Rhodospirillales bacterium RIFCSPLOWO2_12_FULL_67_15
Candidatus Muproteobacteria bacterium RBG_16_60_9

Proteobacteria bacterium RIK92331.1

Bipartition support

@ Strong
O Intermediate
O Weak

‘ Chloroflexi
‘ Nitrospirae
‘ Proteobacteria
O Archaea

O Nitrospinae
. Other phyla

Alphaproteobacteria bacterium RMF00900.1
Hyphomicrobium sp. CS1BSMeth3
Bradyrhizobiaceae bacterium
Rhizobiales bacterium 68-8
Mesorhizobium sp. Root552
Albidovulum xiamenense
Litoreibacter arenae
Roseovarius sp. GCL-8
Gallionellales bacterium
Magnetospirillum marisnigri
Magnetovibrio blakemorei
Rhodospirillaceae bacterium
Sulfuricaulis limicola

Halioglobus sp. U0301

Porticoccaceae bacterium
Thioalkalivibrio denitrificans
Wenzhouxiangella

Sulfurifustis variabilis

Chloroflexi bacterium RLC59405.1
Burkholderiales bacterium

LautrOﬁia sp. SCN 70-15
Rhodocyclaceae bacterium UTPRO2

Candidatus Accumulibacter sp. SK-01
Candidatus Propionivibrio aalborgensis
Sulfuritalea hydrogenivorans
Rhodocyclales bacterium GWA2_65_20
—e Curvibacter sp. PAE-UM

—o Piscinibacter caeni
Xanthomonadales bacterium 63-13
Steroidobacter denitrificans
Rubrivivax sp. SCN 71-131
Candidimonas bauzanensis
Burkholderiales (8)
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Halorubrum WP_094527696.1



