Figure 2: Forest plot of comparison of mtDNA between normal and abnormal semen
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P Test for overall effect: Z = §.19 (P < 0.00001)

Study or Subgroup Mean sD Total Mean sD Total Weight IV, Random, 95% CI IV, Random, 95% CI

Amaral 2007 29 4447 28 6.8 6.73 14 15.1%  0.59 [-0.06, 1.25] 1

Bonanno 2{1& 18.21 14.12 iz 5.69 2.33 22 17.6% 1.09 [0.53, 1.66] —
Faja 2019 73 57.6 &3 20.6 23.3 63 242X 0.95 [0.61, 1.35] —
May-Pankoup 2003 6.1 &.88 35 1.4 0.98 32 10.5% 0.03 [0.42,1.43] —

Tian 2014 103.11 138.13 a5 16.77 3.74 201 23.6% 1.63 [1.24, 2.02] —a
Total (95% CI) 198 332 100.0% 1.08 [0.74, 1.43] -
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