
P
os
te
d
on

A
u
th
or
ea

17
J
u
n
20
22

—
T
h
e
co
p
y
ri
gh

t
h
ol
d
er

is
th
e
au

th
or
/f
u
n
d
er
.
A
ll
ri
gh

ts
re
se
rv
ed
.
N
o
re
u
se

w
it
h
ou

t
p
er
m
is
si
on

.
—

h
tt
p
s:
//
d
oi
.o
rg
/1
0.
22
54
1/
au

.1
65
54
44
17
.7
97
75
82
6/
v
1
—

T
h
is

a
p
re
p
ri
n
t
a
n
d
h
a
s
n
o
t
b
ee
n
p
ee
r
re
v
ie
w
ed
.
D
a
ta

m
ay

b
e
p
re
li
m
in
a
ry
.

Soil microbial-mediated sulfur cycle and ecological network under

typical desert halophyte shrubs

Wenjing Li1, Guanghui Lv1, and Dong Hu2

1Xinjiang University
2Northwest University

June 17, 2022

Abstract

The sulfur cycle is one of the geochemical element cycles in which microorganisms play a key driving role. The microbial

function of soil S cycling in response to desert degradation, however, remains largely unknown. We used metagenomics to

analyze the characteristics of microbial communities and their functional genes involved in the S cycles under natural water

gradients with three typical halophytes shrubs in the Ebinur Lake Basin Desert, China. Our results showed that the rhizosphere

effect, water gradient, and halophyte type played a major role in shaping the S cycle. On the whole, in the rhizosphere type

and low water environment, the functional genes involved in the S cycle had high abundance, and the SOX system in Alhagi

sparsifolia had a high expression level. In the S cycle network structure, as the soil water content decreased, the complexity in

S gene networks increased, showing the characteristics of clustering and high connectivity. Indicates the strengthening mode

in microbial interactions with the water content. Interestingly, the negative correlation of the network changed with the water

content, and there was more competition among communities under the low water gradient and more cooperation under the high

water gradient. Through the correlation between environmental factors and the network, nitrate (NO 3
-) and soil available S

(AS) constrained most S gene ecology networks. The key species involved in the S cycle were halophilic microorganisms. These

results can enhance the understanding of soil S biogeochemical processes and contribute to the mitigation of desertification by

improving soil conservation.
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